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ABSTRACT

25
Octoploid strawberry (Fragaria ×ananassa) is a valuable specialty crop, but profitable production 26 and availability are threatened by many pathogens. Efforts to identify and introgress useful disease 
INTRODUCTION
47
Cultivated strawberry (Fragaria ×ananassa) is an important specialty crop that is cultivated 48 world-wide for its sweet and flavorful fruit. However, marketable yields and post-harvest quality 49 are significantly affected by disease. The strawberry fruit presents a vulnerable target for microbial 50 pathogens (Farzaneh et al., 2015) , as it is soft, moist, carbohydrate rich, and subject to damage 51 from forces as seemingly innocuous as rain (Herrington et al., 2011) . Genetic disease resistance 52 has been a long-standing breeding priority. While breeders have made progress in producing 53 varieties with tolerance to some pathogens, growers remain dependent on exogenous crop (Figure 1 ).
146
Tandem clusters of R-genes were observed in all three of the analyzed strawberry genomes.
147
The phenomena of R-gene expansion through tandem duplication is exemplified in the RPW8- Table S1 . (Table S1) . 
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